a common round table revealed the holes in the overall research strategy that need to be filled by funding for shared resources. In particular, there is a need for a comprehensive study describing the population genetics of multiple control populations and a need for agreement on HapMap SNPs or another maximally informative set of pan-European SNP markers, bearing in mind that the SNPs are markers for what may prove to be more complex sets of causative genetic variants.
The usual problems of attribution for data producers were raised, exacerbated by the prospect of a community knowledge web spanning across and outside existing journals. Clearly, there is more for us to do than sit on the sidelines suggesting that researchers get their act together. When this splendid report serves up lines such as, "A full range of consultations should be initiated with journals to investigate ways of improving direct deposition and facilitating data mining via publication standards," the ball is firmly back in our court.
Obtaining long-term sustainable funding for database projects is always a concern, but surely it must be possible to quantify the benefit of open, communal resources. We hope that the EU will incorporate the idea of integrating genetics research (and indeed, all European science) within successive Framework funding programs.
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